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Abstract: 

The causal agent of Witches’ Broom Disease of Lime (WBDL) is Candidatus "Phytoplasma 
aurantifolia". The members of genus Phytoplasma are lack-cell wall and they have been classified in class 
of Molicutes and can inhabit and colonize plant phloem. Due to the inefficiency of traditional disease 
control methods and also the inaccessibility to resistance resources, Plantibodies can be used as new 
approach to control this disease. In this regard, the IMP (Immunodominant membrane protein) which has 
an important role in causing disease and its transmission by insect vector can be considered for using in 
this strategy.  The purpose of this research is initial studies on IMP gene of phytopathogenic factor and 
similar sequences, for this purpose, firstly, the similar nucleic acid and amino acid sequences were 
explored in NCBI website, using BLAST analysis, then nucleotide sequence alignment of similar 
sequences was compared using Mega5 program. After that, a dendrogram was constructed with Maximum 
Likelihood algorithm and Tamura-Nei method by using TreeExplorer software. Our results showed, in 
nucleic acid sequence clusters, the IMP of WBDL phytoplasma clustered as one separate monophyletic 
group and distant from the others, but in amino acid sequence clusters, the IMP of this phytopathogenic 
agent clustered separately and close to those IMP which were related to Pear, Peanut and SPWB-MLO 
which all of them were related to 16srII subgroup and the sequence of Oryzae phytoplasma which is 
relevant to 16srXI subgroup, clustered in a separate group in the phylogenetic tree.       
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