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Isolation and Cloning of the Binding Domain of BONT/B Gene

Mousavi, S.L., Kooshky, H., Nazarian, Sh.

Abstract:

Botulinum neurotoxins constitute of a family of bacterial toxins responsible for botulism syndrome in human. The
toxin binds with high affinity to nervous cells where it causes a complete inhibition and the release neurotransmitters
and thereby produces flaccid paralysis. In this work we have reported isolation of the binding domain of type B by
PCR cloning on the proper cloning vector. The output of this investigation can be used as a tool to study the
mechanism of binding of the holotoxins and also can be useful for studying the antibody production against botulism
syndrome.
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