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Abstract: 
 
The Y chromosome contains the largest nonrecombining block in the human genome. Polymorphic Y-chromosome 
specific microsatellites or short tandem repeats (STRs) are becoming increasingly used in evolutionary and forensic 
studies, in particular, indating  the  origins of Y chromosomal lineages. In the present study we have analyzed a set 
four Y-STRs contain:one trinucleotide (DYS 392) and three tetranucleotide (DYS 393,DYS 389 I,DYS 389  II) 
haplotypes in three ethnic population of Iranian to determine the allelic frequencies of the said four Y-STRs. 
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Introduction: 
 
The Y chromosome is one of the smallest human chromosomes, with an estimated average size 
of 60 million base pairs (Mb) (leonor Gusmao,1999 ).Microsatellites are tandemly repeated 
arrays of 2-6 bp in length and transmitted from father to his son's(christion M,2001 .Qasim 
Ayub,2000 ). By examining the differences between Y chromosomes as DNA polymorphisms 
we can attempt to reconstruct a history of human paternal lineages( P.Gill,2001 .Rick A,1999 ). 
Population data on STRs are important for forensic identification or paternity testing and also 
for the analysis of migration (Aisha Mohyuddin,2001 ). 
Human genome diversity project Iran aims to collect biological samples from different 
population groups or Iran with the aim of building up a represenyative database of human 
genetic diversity in Iranian population (christion M,2001  ). 
 
 
Material and methods: 
 
A set of four common Y-chromosome specific microsatellites has been used in the present study  
to type 129 unrelated individuals of three Iranian ethnic groups from three province (Fars, 
western Azarbaijan, Kurdistan),Fars(n = 50 ) ,kurd (n = 29 ) and Turk (n = 50 ).DNA was 
extracted from blood samples with the standard DNA extraction method. 
The Y-STRs:DYS 393 ,DYS 392 ,DYS 389  I and DYS 389  II were amplified in three uniplex  
reaction. PCR products of each DNA sample were run  on a %6   polyacrylamid gel, Alleles 
were classified by comparison with allelic ladder obtained by mixture of previously sequenced 
of alleles were analyzed for each four Y-STRs markers. 
 
Result and discussion: 
 
The study of these four markers indicates that they are highly informative for differentiation of 
Genetic diversity in populations. 
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